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Querying data using SPARQL
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OrthoDB taxonomic tree
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Genes and orthologous groups
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Clades, Species and Organisms

Species, Organsims

?clade a :Clade; up:scientificName "Escherichia".
?taxon a :Species; up:scientificName ?tx_name; rdfs:subClassOf+ ?clade. 
?org a :Organism,?taxon; up:scientificName ?org_name.

Clades

?clade a :Clade;  rdfs:subClassOf+ taxon:2;   up:scientificName ?name.

Result IRIs for clade, taxon, org are functional URLs pointing to OrthoDB pages
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Genes

Genes

?org a :Organism; up:scientificName "Escherichia coli, genome GCF_001617565.1".
?gene a :Gene; up:organism ?org; :name ?gene_name; :description ?description.

Result IRIs for org, gene are functional URLs pointing to OrthoDB pages
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Orthologous groups (OGs)
Orthogroups

select ?og ?og_name ?distance ?clade_name (count(1) as ?cnt)
where {
?org a :Organism; up:scientificName "Escherichia coli, genome GCF_001617565.1".
?gene a :Gene; up:organism ?org; :name "alaS"; :memberOf ?og.
?og :ogBuiltAt [up:scientificName ?clade_name; :taxTreeDistance ?distance]; 
:name ?og_name; :hasMember ?gene2
} group by ?clade_name ?og ?og_name ?distance order by ?distance 

Result IRIs for org, gene are functional URLs pointing to OrthoDB pages
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Hierarchy of OGs is a paraphrase of the 
gene in evolutionary retrospective
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Orthologous group predicates

<og> :name S
rdfs:label S

:ogTotalGenesCount I

:ogEvolRate F

I

I

I
I

I

F
I

:ogSingleCopyGenesCount

:ogMultiCopyGenesCount

:ogInSpeciesCount

:cladeTotalSpeciesCount

:ogMedianProteinLength

:ogStddevProteinLength

:ogMedianExonsCount

I:ogPercentSingleCopy

I:ogPercentInSpecies

:xref […]
F:ogStddevExonsCount

03-Jul-24 Dmitry Kuznetsov, CEGG/SIB 11



External references, aka xrefs
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